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RT CTL Map

PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKI
10 20 30 40 50

A2 supertype B*0801 A*0201 B*5101

A2 supertype B8 A2 B51

A2, B61 B7,B8 A*0301

B7 A3

H-2d

H2k

broad

C3H/HeJ mice

H-2Kk

GPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGL
60 70 80 90 100

H-2d A3 supertype A3 A3

H2k A11

broad Cw4

KKKKSVTVLDVGDAYFSVPLDEDFRKYTAFTIPSINNETPGIRYQYNVLP
110 120 130 140 150

A3 Cw4 B*3501 A2

A11 B*3501 A11 A2 supertype

Cw4 B35 A*0217

B35 B*3501 B*5101

A*0201 A2

A2 B51

A2, A*0201

Cw4

B*5101, B24

B*3501,B35

B35

QGWKGSPAIFQSSMTKILEPFRKQNPDIVIYQYMDDLYVGSDLEIGQHRT
160 170 180 190 200

B*5101 A3 supertype A*3002 A3

B7 B*3501 human

human B35

B*3501 B51

B35 A*0201

B7 A2

B35 A2, A*0202

B7 A*0201

A*0301 A*0201

A*1101

A*1101, A3, A*0301, A*6801

A11

A3

A3 supertype

A3, A11

A3,A11,A33

A3.1

A33

A3supertype

B*0301
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KIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWTVQPIVLPEKD
210 220 230 240 250

A3 B60 B*5701

human B57

A2 B*5701

B58 B*5701, B*5801

B*4001 B*5801

B60(B*4001 B57

B60/B61 B57

B44

A2

SWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE
260 270 280 290 300

B*5701 B*1501 B*3501 AND B*5101

B57 B62 B*3501

B*5701 Bw62 B35

B*5701, B*5801 A*3002 B35, B51

B*5801 human B51

B57 A3

B57 A3

B*4201

B42

LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLK
310 320 330 340 350

B*3501 AND B*5101 A*0201 B35 human

B*3501 A*02 A11

B35 A*0201 A11

B35, B51 A*0201,A*0205 A*1101

B51 A2 A11

A2

A2 supertype

A2, A*0201

A2, A*0202

A2, A2 transgenic

A2.1

B*1501

B62

Bw62

TGKYARMRGAHTNDVKQLTEAVQKITTESIVIWGKTPKFKLPIQKETWET
360 370 380 390 400

A11 A*3002 B*5701 A*3201

A28, A*6802 B*5701 B*5801 A32

B70 B57 B44
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WWTEYWQATWIPEWEFVNTPPLVKLWYQLEKEPIVGAETFYVDGAANRET
410 420 430 440 450

A*3201 A11 B*3501 A29

A32 A2 B35 A*2601

B44 B35, B51

B*3501

B35

B35

A*6802

B45

B*4501

A28

A26

KLGKAGYVTNRGRQKVVTLTDTTNQKTELQAIYLALQDSGLEVNIVTDSQ
460 470 480 490 500

A29 A2 B*1503

A*2601 A2.1 B14, B*1402

B14

Cw8

YALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHKGIGGNEQVDK
510 520 530 540 550

B14 B7 A*1101 A*0301

B*1503 A2 A3 supertype

B14, B*1402 B7

Cw8

LVSAGIRKVL
560

Integrase CTL Map

FLDGIDKAQDEHEKYHSNWRAMASDFNLPPVVAKEIVASCDKCQLKGEAM
10 20 30 40 50

B*5101

A2 supertype

A2 supertype

HGQVDCSPGIWQLDCTHLEGKVILVAVHVASGYIEAEVIPAETGQETAYF
60 70 80 90 100

A*6802

B56

A*2402 A*6802

LLKLAGRWPVKTIHTDNGSNFTGATVRAACWWAGIKQEFGIPYNPQSQGV
110 120 130 140 150

A*6802

A*6802 A2 supertype

VESMNKELKKIIGQVRDQAEHLKTAVQMAVFIHNFKRKGGIGGYSAGERI
160 170 180 190 200

A11

A*1101

A3 supertype

A3 supertype

A3 supertype

B57

B*5701

VDIIATDIQTKELQKQITKIQNFRVYYRDSRNPLWKGPAKLLWKGEGAVV
210 220 230 240 250

A2, A*0201

A3 supertype A2

A*3002 A*0201


